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This study characterizes the origin and diversification of transcription factors that
differentiate secretory cell types in Metazoan organisms.
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(1)What are the identities of transcription factors that are responsible for the
differentiation of exocrine secretory cells?

(2)What is the history of the transcription factors involved in secretory cell
differentiation?

(3)How can this help us understand the origin of the light organ in the

bioluminescent ostracod Vargula hilgendorfii?

= originated in vertebrates. We did not find the
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s that the identity of transcription factors that
e differentiate and establish secretory cells in the light
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S S organ of ostracods might be different.

Figure 2: Phylogeny of the MIST1 transcription factor. MIST1 highlighted in
purple. Red bracket indicates the clade that contains MIST1. MIST1 originated in
MethOds Chordates.
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« Searched the protein sequence against our custom genome How can we apply this same framework to study the
database that includes annotated genomes from animals and Figure 3: Phylogeny of the SREBP1 transcription factor. SREBP1 highlighted in origin of other conplex phenotypes such as eye vision
ostracod transcriptomes to determine if any orthologs if our purple. Red bracket indicates the clade that contains SREBP1. SREBP1 in Mantis Shrimp.

T : : : : originated in Chordates.
transcription factor of interest is also present in the upper lip of

ostracods. Species of ostracod transcriptomes in our study are

highlighted with star in Figure 1.
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The tree will then be viewed and analysed in ITOL viewer.




